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SUPPLEMENTARY MATERIAL
. The p24 family in Arabidopsis. A. A phylogenetic tree containing the  and  subfamilies of p24 proteins in Arabidopsis (Montesinos et al., 2012) . A multiple alignment of the p24 proteins was constructed using ClustalW and the tree was generated from this alignment using the Molecular Evolutionary Genetics Analysis software (MEGA, version 5.03) with the neighbor-joining method. The numbers beside the branches represent bootstrap percentage based on 1000 replications. The names assigned to these proteins, following the nomenclature proposed by Dominguez et al. (1998) , are shown next to the AGI code. B. Schematic representation of the RFP-p245/9 and XFP-p242/3 constructs used in this study, including the different domains of p24 proteins. SS, signal sequence; GOLD, domain involved in Golgi Dynamics (see text for details); CC, coiled-coil domain; TM, transmembrane domain; CT, cytoplasmic tail. The position and the sequence of the N-and C-terminus of the 11 members of the p24 family in Arabidopsis are also shown. Sequences used to obtain peptide antibodies are underlined. The N-terminal luminal portion of p245 and p242, with an (His) 6 -tag at their C-terminus, were expressed in bacteria. Bacterial extracts were analyzed by SDS-PAGE (14 % acrylamide) and Western blotting with antibodies against the N-terminus of p245 (Montesinos et al., 2012) , p249, p242 (Montesinos et al., 2012) or p243 or with histidine antibodies (GE Healthcare), which recognized both proteins. Note the differences in electrophoretic mobility between the cytosolic portions of p245 and p242. As a control, we used membrane extracts from Arabidopsis cell cultures. RT-PCR analysis of p2410 knockout mutant, amiRNA2 (amiR-p242) and amiRNA3 (amiRp243) knockdown lines. Total RNA from leaves of the mutants and wild-type plants were used for the RT-PCR. In the PCRs, gene specific primers were used. Actin7 (ACT7) was used as a control. B. p24, amiR-p242 and amiR-p243 seedlings grown on vertical agar plates for 6 days did not show a phenotype different from that of wild-type (Col-0) plants.
